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1. ATNFINTEUU

3¥UU Al for Healthcare & Clinical Tor Machine Learning Aunsnzvizayageawiieyinunennsidesyion 4 dsznn
waunngsnaulalaEaluuazusngniu

aalsenay seazIBun NATHE

API URL therdpoom-healthcare-ai.hf.space Running N4
’uymimjﬂqﬁ Synthetic 1,000 AY, 52 features Embedded Tu Space
Al Models Logistic / Random Forest / XGBoost 12 models IﬁmﬂW‘;ﬂN
Risk Targets DM / Sepsis / CKD / HT Crisis 4 targets

Dashboard Lovable — Healthcare Al page Realtime

o oo ov ; ‘ 50 o o > 7 10 oo
rayadndny: szuulaanyadians (Synthetic Data) iNanns@anug vsinadnaulsdnanlanensunmgaaslne lummummsyaamny

1.1 Endpoints ﬁ?‘ﬂd’m?ﬂ

Endpoint

POST /api/health/classify FangansRes 1 E]:‘IJI’J?J Waa top factors WAz recommendations
POST /api/health/batch FIMNEMANE AUNADHIT BR9RTN risk score

GET /api/health/model-info 7 AUROC %11 model %N target

GET /api/health/population Scatter data 819154 Population chart

2. 1M581%A1 KPI Cards

KPI Cards BYATHUREATBIMNT WAAIFTLININYLIEUENANTEAUANNIAEY Flu283aa1N /api/health/population

Total Patients WIFY 1,000 ST IHA U DY

HIGH Risk uA 73 (7.3%) WRE9ES — ABNAUALTIATY



MEDIUM Risk ARDY 59 (5.9%) Ao mnan — fnaainade

LOW Risk @en 868 (86.8%) Reamn — WaRanuUng

A58 ARUeLUALUATN Model WAz Target ALABN 151 LLA#WAIN CKD Progression —> Sepsis Risk 411433 HIGH Risk 92m19174

2.1 A15uUAAIIHANY Risk Level

Risk Level ATAARNTS GI’J?JH’N‘N’]WTIJ CKD

70-100% HIGH (tk719) N@WU@WH‘JLLWWHT‘JWTWWM eGFR < 30, Creatinine > 3.0
40-69% MEDIUM (1) finmanalu 2-4 dUam eGFR 30-60, # DM+HT
0-39% LOW (Zla9) HARAAINUNG 3 1Hau eGFR > 60, AruAN (AR

3. N15Laan Al Model

3.1 WSeuiiey 3 Models

AUROC Range

Logistic Regression 0.688-0.949 < 1ms Fjﬂujg concept — @%mﬂﬁ"mﬁzﬂﬂ
Random Forest 0.820-0.978 ~50ms 7 Feature Importance 7 lab Twuﬁﬁﬁiy
XGBoost & 0.939-0.985 ~100ms Taanmass — LLsiuﬁzgm + SHAP support

v

AUROC (Area Under ROC Curve) Aaazla: 0.5 = gauan (uilazlmd) 0.7-0.8 = walnamln 0.8-0.9 = & 0.9+ = Ainan (szuufiagTumasd) 10 =
Anygoiuy (winatulaneds)

3.2 AUROC umaz Model uaaz Target

DM Readmission T‘ml,mwmu 0.949 0.921 0.960
Sepsis Risk (Aadiatunszuaden) 0.688 0.820 0.939
CKD Progression (lmiten) 0.953 0.959 0.967
HT Crisis (ANgAAIHAN) 0.941 0.978 0.985

Aane: Sepsis R\sk 34 AUROC mm”l target ’rJu W31 Sepsis f prevalence Wl (3%) way pattern Sﬁu"‘ﬁ@umﬁ Tuiﬂﬁ%wmm‘i’uﬂuaummﬁ
synthetic data L‘W@L‘WNm’mLmu
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4. Risk Targets — tU1N1INITNTIUY

{@Bn Target finean13ALAs1zv unay Target T features WRsLA model g train 3NAMSUNAANSTIATL

4.1 DM Readmission — 15ALu1913

F1UNIT sneazIBun

AVIHANTE TonanUasinmunduInsunasnEnti 30 4u
Prevalence 2.2% (22 911 1,000 A)

Features &ALy HbATc, Fasting Glucose, Creatinine, 41%42% admit/d
HIGH Risk threshold Risk Score > 70% = ansiiafiasnunely 2 dam
AT HIGH U5usn, 1999 HbATc 47, A NgnIapuadaies
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4.2 Sepsis Risk — AnaResfiaialunszuaian

F1UNIT seazIBun

AITHINHE P IR BETR AT Sepsis — AUATLTNTEIN
Prevalence 3.0% (30 911 1,000 An)

Features ﬁﬁﬁiy Temperature, WBC, Heart Rate, Respiratory Rate
HIGH Risk threshold Risk Score > 70% = Qnifiu AB4ANTNNTILTA
AT HIGH ¥iL Blood culture 2 sets, &x antibiotics A 1 731,

4.3 CKD Progression —fmtﬁﬂuqn@’m

F1UNIT seazIBun

AVIHANTE ANIRENT (I AN AN AN TSI

Prevalence 24.1% (241 9701 1,000 AY) — WuLBETigR

Features Aty eGFR, Creatinine, BUN, & DM, & HT

HIGH Risk threshold Risk Score > 70% = ﬁdwumﬂ‘mwwé‘l}m\fﬁl

AT HIGH an protein < 0.8g/kg/day, AMLAN BP < 130/80, WAnLALY NSAIDs

4.4 HT Crisis — Angaaanaulaia

F1UNIT seazIBun

ANHANNY mﬁmﬁﬂﬁﬁqmmmﬁﬂﬂﬁmga (SBP > 180 mmHg)
Prevalence 4.0% (40 971 1,000 AW)

Features AAty SBP, DBP, fl CVD, § CKD, quisi

HIGH Risk threshold Risk Score > 70% = 4 BP €1 + ECG v1ft

AT HIGH Twenam BP 1V, Monitor 11 ICU, #9399 Fundoscopy



5. ﬂ"l‘s’i}ﬁué”l Patient Detail Modal

. v v v p
nm "ganganden wanseyiag a:dn ponel AMMUARIIBYS 4 uiL:

¥

v
5.1 uilu: 2ayayilas

. Demographics: 818, tWel, BMI, 990
. Vital Signs: SBP/DBP (mmHg), HR (bpm), Temp (°C), Sp02 (%)
«  Comorbidities: badges wanslsaiazdnsia DM, HT, CKD, CVD

5.2 WiL: WA Lab — 38a1uAn

HbATc 4.0-6.4% WASET > 6.4 I G (AP
Fasting Glucose 70-100 mg/dL LLmiT”l > 100 Lﬁm Prediabetes/DM
Creatinine 0.6-1.2 mg/dL Lme,{ﬁ > 12 Tovinauanas

eGFR 60-120 mL/min W&uan < 60 Tnden Aesinax

WBC 4.0-11.0 x103/LL e > 1 pefinnsinide
Hemoglobin 12-17.5 g/dL DATIar S Tafinas — nuveslu ckp
SBP/DBP < 140/90 mmHg LLmﬁﬁzja mmoﬁ”ﬂaﬁmgo
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5.3 uitu: Al Risk Analysis — 382114A

Usenaumae 3 a9u:

+  Risk Gauge (0—100%): 2MIAEHULAAY Risk Score — BaguBaLde
«  Top Risk Factors: uany Feature MilNanan13vinenIndign (SHAP-style)

. Recommendations: AMLUZHILANLAIN Risk Level Lay Target 7IlAanN

faatinansa Top Risk Factors: Hoatc 112 | NI +2 =+ 67 0 [N 025 cectnine 52 [ 016

+0.42 MNNEIAIINA HbATC GOyinTMANNIAENIRNTY 42% 91nATaAs

5.4 u,ﬁu: U5zARNITHINUUNNE

Timeline UAPNNITHIWLILINNE 5 ATIANGA WIBNTUTALAL diagnosis (ICD-10)



6. Learning Mode ®1ASUKNANEA

6.1 Learning Mode faazls

Learning Mode Aalnuafiirufiuaramaune@dnnisisdin wisnzdmsulsiuiuEen

A%10m: nA Toggle "Learning Mode" fiysanunaasiun iaidauan Toggle 921lAend uavaviiuaayaisinluynaamn

6.2 \ilaiila Learning Mode aziiiuasis

ﬁ Info Badges ﬁﬂgﬂﬁﬂﬂﬁdﬁ’lgﬂ ﬂmﬁﬂ@ tooltip aFLNEAHT e

Model Selector Explanation ﬂ%u’mﬁi'}uﬁm model ﬁﬁ\iﬁu@ﬂl%ﬁi 1na1lszHlIana AUROC
Algorithm Formula FATATINGEY 11 P = 1/(T+er-z) §W3U Logistic

AUROC Comparison A9 NSHLTRLYIN model Y10 target side-by-side
Upgrade Path UHHATNLAASANIWENUT: LR — RF — XGBoost — LSTM
Population Scatter Scatter chart Lamy Age vs Risk Score Vjﬂﬁjﬂw

1 v
6.3 SANDINHALY — ANDBUILRINSY Wl

Logistic Regression

g0 P(risk) = 1/ (1 + eN(-2) 2 = Bo + leHbAk + BaxAge + BaxCreatinine + ... #8f: aBunalAIg g coefficient B3N feature Trnandny
%mﬁﬁ Tua9950 non-linear relationship 3¢9 features

Random Forest

WANNT: N‘N\i Decision Tree Mﬂ’mmu (100 mu) Lmﬂmuef“ﬁ‘uﬂxmﬂwmdﬂu Nﬂ@Wﬁwam = Majority Vote ‘Wﬁ‘mﬂmu °M>m Wumﬁuﬂ'a overfitting, #
Feature Importance Uan7 ldb Mandndty Teie: aRvnenalnnehilmenne Logistic

XGBoost (Extreme Gradient Boosting)

' v vy

WANNIS: ﬂiﬂd tree wa"mu Lm@”mul,m’zlﬂwmwmmmc’luﬂﬂu Gf“ﬁ Gradient Descent an Loss function wﬂﬂ LLNuW’Nﬂ 895U SHAP explainability,
9715 imbalanced data Tﬂ WNTZAI5U: Healthcare data Vm tabular features L“ﬁui“"uuu
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6.4 ﬂﬂﬁ@@ﬁ@'ﬂ@u”@ﬁﬂfﬂu (Synthetic Patients)

183a 1,000 Wlaegnasanag Python lassnassiinadessfifiedneasszannsine:



Feature Group Aa@e9 Features 591889

Demographics
Vital Signs
Lab Results
Comorbidities
Visit History

Risk Labels

78, INF, 99 Normal distribution

BP, HR, Temp, Sp02 Gaussian U5upnnlsatszanda
HbA1c, Creatinine, WBC Correlated iU comorbidity

DM 24.7%, HT 31.5% prugninaAes e

visit/d, admit/dl Exponential distribution
DM/Sepsis/CKD/HT AN rule-based + noise

919U features ‘ﬁy'mmﬂ: 52 columns Risk distrioution: HIGH 8.6% | MEDIUM 25.8% | LOW 65.6% 141 seed Tﬁﬁu generate_patients.py

vy

wiaTnlnaayagnl

7. BABIUANN

ANFANN ATTHANE

AUROC

Precision

Recall

SHAP Value
eGFR

HbA1c

Synthetic Data
XGBoost

ICD-10
Imbalanced Data

Feature Importance

8. Troubleshooting

o/ o ' L3

Area Under ROC Curve 9AANAINITAIIUN 0.5=4N 1.0=aH1704
L e ad v o

910 positive NTUIY HTT % QNABITI
9npaeRIe3Wansa model Sulafl %
Shapley Additive Explanations UaN11 feature Tsinannnualnu
Estimated Glomerular Filtration Rate SAn19vin91uaaala (mL/min)
Hemoglobin Afc dmaawmas 3 Hau (%) AUNRA < 6.4
p . 4y v ] o v v _
VDYAINNDINIATIALY algorithm Tﬁ?ﬂﬂmﬂd‘ﬂmjﬂ‘v‘éd
Extreme Gradient Boosting — ensemble method Uss@nanngs
International Classification of Diseases TWalsAang
’umjﬂﬁ positive class BN negative H1N 11K DM 2.2%

AMLBN input nilnanenainAnlares model 1nfign

aa ’T
21119 AGLALY

W InaaT / Loading W1
rayapLae U

Risk Score meﬁ%ﬁm@ﬂmu
AUROC sinnanfiuansTugile

Learning Mode Tuuanana

HF Space 814 sleep — 38 30 A uaBilsy

#399981 API: healthcare-ai.hf.space/health

Model £5TsiTnan — Fwlszmin 1 A

Target AiABN@1aANT 1M Sepsis AUROC #1111 target B34

ma9nA Toggle IMAsWANa1 uaa scroll ALitaniauans



